2017,33
(8):719—721

I A > L85 9 2% 55

£ AN Y

[RE] Mg AR IAHIR Y BT A RNA 9 T #8454 7 J7 ik LAy i B Ry TR B
AR LE 537 BRAR RNA B AR i 2 42 AE — 2, G 2 X SE 8 L [N e B 35 22 42 1. BT LLFRCIR RNA — B ®AT T
WK SRR . BT BTSSRI PR RNA AU A 1l B2 A7 78 5 A P Sb G5 1009 o 2 S0
JIE s B2 7R BRAR RNA ST A SR i A 5 9 8 367 #E AR W 409

(R8I ] HoR RNA O A SO s 2E WARic )

doi: 10. 13201/j. issn. 1001-1439. 2017. 08. 001

[FESES] R4 [X#iFERB] C

Circular RNA: a novel biomarker of cardiovascular disease
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Summary Recently, circular RNAs (circRNAs) are identified as competing endogenous noncoding RNAs
that sponge microRNAs or proteins by complementary base paring. The function of circRNAs is only now begin-
ning to be understood. Unlike typical linear RNAs, the circRNAs lack the typical 5 cap and poly(A) tail. They
are extraordinarily stable due to the lack of exposed terminal ends which are susceptible to degradation by exoribo-
nucleases(RNases). They are present in whole blood, plasma and extracellular vesicles. The latest findings dis-

close that the circRNAs may constitute a novel reservoir of therapeutic targets and biomarkers of cardiovascular
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diseases.
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Figure 1 Regulation pattern of circular RNA
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Table 1 CircRNAs in the cardiovascular system
ok RNA CircBase ID Host gene bviR: Ve FIHLH

HRCR mmu_circ_0000254 Pwwp2a 0RO AIUAE S 0O WF 43R 454 microRNA-223
CDR1AS hsa _circ_0001946 CDRI1 fedd T W 4R 455 microRNA-7
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