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Summary Circular RNAs (circRNAs) as a class of newly discovered endogenous noncoding RNAs, have
been implicated in the evolution of CVD by sponge-like regulation of microRNAs and proteins, indicating that cir-
cRNAs are promising therapy targets and potential biomarkers for CVD. In this review, we characterize the bio-
genesis and expression of circular RNA, highlight the regulatory role of circular RNA in different models of CVD.

We also present perspectives of circular RNAs as novel biomarkers and therapeutic targets for the treatment of
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CVD.
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