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Abstract Objective: To explore the associations between polymorphism of angiotensin converting enzyme gene
and dilated cardiomyopathy. Method: The databases of PubMed, Web of Sci, EMBASE,CNKI, and Wanfang were
searched to find out the studies of the associations between polymorphism of angiotensin converting enzyme gene
and dilated cardiomyopathy published from the establishment to January 1,2019. Meta-analyses were performed u-
sing STATA 15. 1. Result: A total of 18 articles were included,including 1815 patients with dilated cardiomyopathy
and 2893 normal controls. A subgroup analysis of East Asian and non-East Asian countries revealed that the heter-
ogeneity between East Asian countries was small (P>>0. 05 and I* for fours model:47. 6% .47. 8% .25. 9% .49.
7%) and the allele frequency (D:I) (OR=1.47,95% CI:1.17—1.85) and additive model (DD;DI) (OR=1. 91,
95% CI:1.40—2. 60) ,dominant model (DD-+DI.ID (OR=1.33,95% CI.:1.00—1. 78) .and the recessive model
(DD:DI+1D) (OR=1.97,95% CI:1.48—2. 64) showed that the polymorphism of ACE gene was associated with
DCM. There were no statistical differences in the associations between the polymorphism of ACE gene and DCM in
non-East Asian countries. The funnel plots of all models exhibited symmetry. The Egger test showed that all mod-
els had no publication bias. Conclusion: The polymorphism of angiotensin converting enzyme gene in East Asian
countries is associated with dilated cardiomyopathy. The frequency of allele D is more likely to be related to dilated
cardiomyopathy.
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Table 1 Research inclusion
D HWE
( ) ; NOS
(DD/DI/1D ( )
Vancural 24 ( ) 1992 90/287 30/33/27;71/146/70 0.52/0.50 3
Harn[25] ( ) 1995 35/35 — 0.76/0. 60 2
Montgomery!26] ( ) 1995 99/364 31/50/18;112/168/84 0.57/0. 54 LVEDD>2.7 cm/m?; LVEF<<40% 5
LVFS<25%
Sandersonl 16] ( ) 1996 51/183 6/25/20324/88/71 0.36/0.37 LVEF<<40% LVFS<{25% 6
Yamadal 18] ( ) 1997 88/122 17/35/36317/55/50 0.39/0. 37 1
Candyl27] ( ) 1999 171/171 72/72/27;75/71/25 0.63/0.65 LVEF<(40% 5
Tiret[17] ( ) 2000 422/387 128/200/94;126/190/71 0.54/0/57 LVEF << 40% ; LVEDD > 34 mm/ 6
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Shanl 28] ( ) 2001 83/155 31/25/27;25/80/50 0.52/0. 42 LVEF<50% ; =>0.5, 4
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