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Abstract Objective: To study the role of fragmented QRS combined with plasma differential metabolites in
early diagnosis of acute myocardial infarction (AMI). Method: An untargeted metabolomics was performed for de-
tection of plasma differential metabolites between healthy and AMI by the established method previously. The dis-
turbed metabolic pathways were identified by KEGG database according to the differential metabolites in plasma.
ROC curve was used to analyze the diagnostic efficiency of plasma differential metabolites and plasma metabolites
combined with fragmented QRS between healthy and AMI. Result: Through non-target metabolomics analysis, a
total of 18 differential metabolites were screened from healthy and AMI. The classification of 18 differential metab-
olites in plasma were mainly belong to fatty Acyls,amino acid and glycerophospholipids,and the perturbed meta-
bolic pathways were related to alanine, aspartate and glutamate metabolism, TCA cycle and tryptophan metabo-
lism. The panel consisting of 18 differential metabolites detected the diagnostic performance in the comparison of
healthy and AMI patients with the calculated area under curve (AUC) of 0. 881 (sensitivity:78. 7% , Specificity:
85.2%). The plasma metabolites combined with fragmented QRS detected the diagnostic performance in the com-
parison of Healthy against AMI with the AUC of 0. 943 (sensitivity: 84. 6 % , Specificity: 91. 3% ). Conclusion:
Fragmented QRS combined with plasma differential metabolites could improve the early diagnosis rate of acute
myocardial infarction.
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Table 1 Baseline characteristics of participants TEs
i H fat FE 37238 #7 (148 ) Sk URESE (165 6D P
AERE /% 63.57+12.08 63.98+11.79 0.523
/B 85(57. 4) 96(58. 2) 0. 893
{QRS/H1 (¥0) 32(21.6) 74(44. 2) 0. 000
W2 A8 /451 ¢ Y6 58(39.2) 64(38.8) 0. 942
TBIL/(pmol « L™1) 17.43+7.08 17.80+7. 67 0.725
IBIL/(pmol » L) 10. 674+6.01 10. 98+5. 74 0.693
Cr/(pmol + L™1) 75.63412. 22 90. 32+22. 08 0. 000
UA/(pmol « L") 305. 69+£89. 53 308.92+92. 78 0. 759
BUN/(mmol « L™1) 5.13+1.68 5.4342.03 0. 562
TG/(mmol « L™1) 1.4840. 59 1.5840. 81 0. 329
TC/(mmol » L™1) 4.1741.05 4.1941.12 0. 839
HDL/(mmol « L") 1.0840. 21 1.09+0.31 0.547
LDL/(mmol =« L™1) 2.8340.85 2.8940.97 0. 601
Mb/(ng * ml™") 78.63+31. 38 290. 37+218. 53 0. 000
CK/(U-+L™" 123.56+178. 92 1089. 454-1145. 27 0. 000
CK-MB/(U -+« L™ 27.29458. 15 137. 384224, 53 0. 000
¢Tnl/(ng » ml™") 0.1640. 45 5.9348.09 0. 000
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tween healthy and AMI
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Table 2 List of identified differential metabolites between AMI and healthy
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Clinical value of serum levels of miR-146a and miR-34a to the severity

and prognosis in patients with acute coronary syndrome
NIU Junyi CHEN Fengying DI Xianglong CHEN Jingyan XIE Xiufeng

(Department of Emergency, Affiliated Hospital of Inner Mongolia Medical University, Huhhot,
010050, China)
Corresponding author: XIE Xiufeng, E-mail:bbgqiyang1001@163. com

Abstract Objective: To explore the serum levels and clinical value of miR-146a and miR-34a in patients with
acute coronary syndrome (ACS). Method: The 100 patients with ACS who underwent coronary angiography from
February 2018 to July 2019 were collected to ACS group. And the 100 healthy volunteers during the same period
were enrolled to control group. The ACS patients were divided into mild group (47 cases) s moderate group (34 ca-
ses) and severe group (19 cases) ,according to the Gensini score. The serum levels of miR-146a and miR-34a in
each group were detected by quantitative real-time polymerase chain reaction. Follow-up one year, the occurrence of
major adverse cardiovascular events (MACE) were compared between two groups. Result;: Compared with the con-
trol group,the serum levels of miR-146a and miR-34a in ACS group were significantly higher (P<C0. 05). The ser-
um levels of miR-146a and miR-34a in the severe group were higher than moderate group or mild group (P <<
0. 05) ;and the serum levels of miR-146a and miR-34a in the moderate group were higher than mild group (P <<
0. 05). Follow-up one year,the serum levels of miR-146a and miR-34a in the MACE sub-group were higher than
non-MACE sub- group (P<C0.05). Conclusion: Serum levels of miR146a and miR-34a are high in patients with

ACS.,and are closely related to the severity of coronary artery disease.
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