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Clinical value of serum levels of miR-146a and miR-34a to the severity
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Abstract Objective: To explore the serum levels and clinical value of miR-146a and miR-34a in patients with
acute coronary syndrome (ACS). Method: The 100 patients with ACS who underwent coronary angiography from
February 2018 to July 2019 were collected to ACS group. And the 100 healthy volunteers during the same period
were enrolled to control group. The ACS patients were divided into mild group (47 cases) s moderate group (34 ca-
ses) and severe group (19 cases) ,according to the Gensini score. The serum levels of miR-146a and miR-34a in
each group were detected by quantitative real-time polymerase chain reaction. Follow-up one year, the occurrence of
major adverse cardiovascular events (MACE) were compared between two groups. Result;: Compared with the con-
trol group,the serum levels of miR-146a and miR-34a in ACS group were significantly higher (P<C0. 05). The ser-
um levels of miR-146a and miR-34a in the severe group were higher than moderate group or mild group (P <<
0. 05) ;and the serum levels of miR-146a and miR-34a in the moderate group were higher than mild group (P <<
0. 05). Follow-up one year,the serum levels of miR-146a and miR-34a in the MACE sub-group were higher than
non-MACE sub- group (P<C0.05). Conclusion: Serum levels of miR146a and miR-34a are high in patients with

ACS.,and are closely related to the severity of coronary artery disease.
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OH cDNA Sz % 5% 3 7] & % 5 RNA 1710 5%
&, B cDNA ¥, H R 51 ¥ 7 51 : miR-146a:
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